KEGG Pathway Enrichment Map

KEGG Pathways over-represented in PHHD9 compared to iHepD9

Prigpn Disease
_ ® _ Parkinson Disease

Glyoxylate And Dicarboxylate Metabolism é
Tryptophan l\xetabolism

Proteas?)me
CarboaMetaboIism

Fatty Acid De%radation
Pyruvate Metabolism

ValingglLeucine And Isoleucine Degradation
Glycolysis / Gluconeogenesis Ppar Signaling Pathway. p.adjust

Biosynthesis Of Amino Acids

Propanoate Metabolism
¢ le-04

] .
Beta—Alanine Metabolism
2e-04
, 3e-04
Peroms%me

istidi - 4e-04
H|st|d|ns Metabolism Coronavirus Disease — Covid—-19p

Gene Count

® 30

@ 60

@

Staphylococcus Aﬁreus Infection
Biosynthesis Of Cofactors
Complement And Coagul&on Cascades

Metabolism Of Xenobiotica By CytochromeP450

o :
Drug Metabolism — Cytochrome P45(’ Pentose And\Glucuronate Interconversions
Ascorbate And Aldarate Metabolism

Retinol Metaboli »
etinol MetaboliSMg chemical Carcinogenesis — Dna Adducts

Drug Metabolism — O‘her Enzymes M Secretion Primary Bile Acid Biosynthesis

Steroid Hor%one Biosynthesis



